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Nhel
TGCGGGGTTCTCATCATCATCATCATCATGGTATGECTAGCGT TTATCATGATCCGGGTA
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Agel
AACCGGT TCATAAAAT CAT TGAAGAACGT GCACGT GAGAGT CCGGATAAAGT TGCACT GG

TTGGCCAAGTATTTTAGTAACT TCTTGCACGT GCACTCTCAGGCCTATTTCAACGTGACC
PV HKI I_EERARESPDIKWVAIL YV

Bgl |1
TTTATGAAGATGGCACCGAACT GACCTATAAAGAT CTGATTAGCAAAGCAAAAGCCGTTG

AAATACTTCTACCGT GCCTTGACTGGATATTTCTAGACTAATCGT TTCGI TTTCGGCAAC
_ Y ED G T E L T Y KDL I__S KAIKAWVA

CCAATCTGCTGTATGAAAATAAAGT TCGCAAATGCCGATACCGTGI TCCTGATTATGITTA

--------- T
GGTTAGACGACATACTTTTATTTCAAGCGT TTACGCTATGGCACAAGGACTAATACAAAT
N L L Y ENIKVRIKCDTV F L I MF N

ACCGT CCGGAATTTGT TACCAGCCT GCTGGGTGCACT GTATGCCGGTGCACGTGTTGT TA

TGGCAGGCCT TAAACAAT GGT CGGACGACCCACGT GACATACGGCCACGT GCACAACAAT
_RPEFV T S L L GA L Y A GARV V_I
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Bgl | | Pvul |
TTGTTGATGCACT GACCCAGAAAGAAGAT CTGGCAT TTCAGCT GAAT GATAGCGCACCGA

AACAACTACGTGACTGGGTCTTTCTTCTAGACCGT AAAGT CGACTTACTATCGCGT GGCT
_ VDAL T QKEDIL AF QL NDSAUPK

Pst |
AAGT TGT TCTGGCAGATGAAGAAGT TCT GCAGCGCGAAAGCGAAACCCTGAAAGGT TATG

TTCAACAAGACCGTCTACTTCTTCAAGACGTCECCCTTTCECTTTGGGACT TTCCAATAC
_VV L. ADEEV L QR E S E T L K G.Y A

Bgl I |
CAGTTCTGACCGAAAAAGAT CT GAGCAGCGCAAGCGGT GAACATGAAGT TGTTGTTGGTT

GICAAGACTGECTTTTTCTAGACT CGTCGCGT TCGCCACTTGTACT TCAACAACAACCAA
_V L T E KDL S SASGEHEV V V GY

BspM BspM BspM
ATGAAGATGATGCCCGTGT TTTCTATTATGCAGGTAT TGCAGGT CGTACCATGCAGGT TA
--------- B T T T

TACTTCTACTACGCGGCACAAAAGATAATACGT CCATAACGT CCAGCATGGTACGT CCAAT
EDDARVF Y Y AGI_A GRT M Q VI

Agel
TTCATAGCCATCGTAGCTTTACCGGT GCAAT TATGCCGCT GGT TCAGGCCGAAGGTATTA

AAGTATCGGTAGCAT CGAAAT GGCCACGT TAATACGGCGACCAAGT CCGCCTTCCATAAT
_HS HRSFTGAI_MP L V QAZEGI_N

Bst El | Pfl M
ATGCAAATGATGT TAGCCTGGTTACCGT TCCGCTGACCCATGI TCTGGGT CTGGATGCAG
--------- S

TACGI TTACTACAAT CGGACCAAT GGCAAGGCGACT GGGTACAAGACCCAGACCTACGTC
_A NDV S L VT V P L T HV L G L DAA

CACTGCTGAGCGCACT GGTTAGCGGT GCAACCGCACT GCCTGCTGAAAAAGT TCAATAT GG

GI'GACGACT CGCGT GACCAAT CGCCACGT TGECGTGACGACGACTTTTTCAAGI TATACC
L LS AL VSGATAIL L L K KF NMD
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ATAAAATCAAAGAGAT GGT TGCACGT CGTAGCCCGACCTATCTGGT TGCAGT TCCCCTGG

TATTTTAGI TTCTCTACCAACGT GCAGCAT CGGEGCT GGATAGACCAACGT CAAGGCGACC
_KI_K EMVARRSUPTY L VAV P L V

TTTTTCAGACCCTGATGAAAGAAGATGAAGAAT TTGT TAAAAGCCTGGGT CAGAGCCTGC

AAAAAGT CTGEGACTACTTTCTTCTACTTCTTAAACAATTTTCGGACCCAGT CTCGGACG
FoQ T L MK E DEEF VKSL GQS L R

Becl |
GT TGGGCAAT GAGCGGT GGTGCATATCTGCCT CCGGAT GATCAGCGT CGT TGGGAAGAAC

CAACCCGT TACT CGCCACCACGTATAGACGGAGGECCTACTAGT CGCAGCAACCCTTCT TG
_ WA MS G GAY L P P DDQRIRWEE'L

Pst |
Agel BspM
TGACCGGTAAACCGCT GCTGCAGGT TTATGGTATGACCGAAGCACCGCAGATTTTTGCAA
--------- e L o e e LR T T

ACTGCCCATTTGECGACGACGT CCAAATACCATACT GCCTTCGT GCCGT CTAAAAACGT T
_ T GK P L L QV.Y GMT EAUPOQI_F AT

CCACACCCGAAAAACATAAAATTGGTAGCCTGEGT TTTCCGCTGCCTGGT GT TGAAGCAC

GGTGTGGECTTTTTGTATTTTAACCAT CGGACCCAAAAGGCGACGGACCACAACTTCGT G
_ TP EKHKI_GS L GF P L P GV E AL

Agel
TGCTGGT TAATCCGGAAACCCT GGAACCGGT TGAAGAT CAGGGTGAACTGCTGGTTCGT G

ACGACCAATTAGGCCTTTGGEGACCT TGECCAACT TCTAGT CCCACT TGACGACCAAGCAC
LV NP E T L E PV EDOQGETIL L V RG

BspM BanHl
GTCCGCAGGT TATGAAATGT TATCCGGAT CCTGAAGAAAACAGCAAAGCCTTTGTI TGAAG

CAGCCGTCCAATACTTTACAATAGCCCTAGGACTTCTTTTGTCGTTTCGGAAACAACTTC
P QV MK CY P D P EENSKAFVEYV
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Agel
TGAATGGTAAAGT TTGGAT GCGCACCGGT GATAT TCTGGCAAAAGAT GAAGAAGGCTTCT

ACTTACCATTTCAAACCTACGCGT GGCCACTATAAGACCGT TTTCTACTTCTTCCGAAGA
_NGKVWMRTGD I _L A KDZEEGFY

ATTATTTCCGT GGTGT TCGTAAACGT ATGCTGAAATACAAAGGCTATCCGATCTTTCCGA

TAATAAAGGCACCACAAGCATTTGCATACGACT TTATGT TTCCGATAGGCTAGAAAGECT
_YFRGVRKRMLKY KGY P I_F P K

AAGACCTGGAACTGATTCTGCTGAAACATCCGT GT GT TGCCGAAGCCGAAGT TGT TGGT G

TTCTGGACCTTGACTAAGACGACT TTGTAGGCACACAACGCECT TCGGECT TCAACAACCAC
DL E L I _L L K HP CVAEAEV V GE

AACCGCGCAGCCGAAGT TGGT CAGAT TCCGGT TGCAAAAGT TAAACTGAAAGAAGGT TGTA

TTGGECCGTCCGCTTCAACCAGT CTAAGGCCAACGT TTTCAATTTGACTTTCTTCCAACAT
P A GE V G QI _P VA KVKIL KE G CK

AAGCCACACCGCGAAGAAAT CATGGATTTTGT GAATAAACGT GTGECAGCCTACAAAAAAG

TTCGGTGTGECCTTCTTTAGTACCTAAAACACTTATTTGCACACCGTCGGATGITTTTTC
_A T P EEI_MDZFVNIKRVAAY KKV

EcoRI Hindlll
Ncol Bst BI
TGCGCAAAGT TATTATCCT GGAATAACCAT GGAATTCGAAGCT TGATCCGGCTGCTAACA
--------- T T I e

ACGCGT TTCAATAATAGGACCT TATTGGTACCTTAAGCT TCGAACT AGGCCGACGATTGT
_R K V I_I_L _E *



